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The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: 
Source: 

Date Processed by STIC: O/' O^' ^ ' 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 c-mail help: patin21helo@usDto.gOV or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 c-mail help: patin30help(aiusnto.gov or phone 703-306-4119 (R Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25. 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 



Checker Version 3.0 can be down loaded from the USPTO website at the following address: 



http://\vww, uspto.gov/web/offices/pac/checker 
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OIPE 



RAW SEQUENCE LISTING DAIh: 01/00/2001 

l-'ATKNf APPLICAXION: US/09/74 0, 2 8 8 TIME: iJ:l7:U5 

iJiput St^t : A:\BB1429 US NA Seq Listing.txt 
OuLpuL Sf^t: N:\CRF3\0i09200i\I74O2BB.raw 

2 <110> APPLICANT: Allen, Sto.vo 

3 Kinno/, Tony 

4 Hiuo, Gou-IliM 
'"j Oro^co, Buddy 

7 <i2U> TITLE OF TMVKNTION: PLANT HIOTIN SYNVHASt: 

') <130> FILE REFER KWCC: BB1420 IIS NA 

C--> 11 <140> CURRENT APPLICATION NUMBER: US/09/74 0,2 8 8 

C--> 12 <141> CURRENT FILING DATE: 2000-12-19 

14 ^.1S0> PRIOR APPLICATION NLFf-mFR : hO /J 72929 >Q J? 2 I 

W--> 15 <151> PRIOR FILING DATE: DeC£ffi>«^l, 19 99*^ ' f /- ' 

17 <ioo> numbi::k cjf slo id NOS : i6 

10 ^17 0> SOFTWARE: Microsoft Oftic:i^ ^7 

21 <21U> SEQ ID NO: 1 

22 <211> LENGTH: 512 

2 3 <212> TYPE: DNA 

24 <2 13> ORGAN rSM: Ilordeum vulyare 

2G <2 20> FEATURE; 

27 <22 1> NAllL/KEV: linSurG 

2H -222^ LOCATION: (94) 

30 <220> FEATURE: 

31 <221> NAME/KEY: unsure^ 

32 <222> LOCATION: (460) 
34 <220> FEATURE: 

3 5 <221> NAME/KEY: unsure 
3G <22 2> LOCATION: (462) ^ 
3« <100> SEQUENCE: 1 

30 caactccctc qgcagtatcg cctagtqr-ag cagcggctcc gt.tcrgqcca gcUtrgrt.rg 60 

W--> 4 0 ccgagccggc catgatgctg ctgctcgcgc gcancttcgc tcccgcgtcc ggtccccctt 120 

•U cgccLccgcc gttdgcgccg cgccctLrLc aLcggtatcg gcggccgcgg cggaggcgga 180 

4 2 oqqqcggtqc qqqdcgqgcc cagqaacqac r.ggaccogcc ocgagatcca gqccatctac: 24 0 
4 3 qacLccccqc tnct-Ogacct cctcttccdc qgggrtcaaq tccataggaa tqticrataaa 3 00 
44 ttitagagaag tgcaacaatg cacactLrtt troatiaaaga r;t:gqt.gggtg cagcgaagar 3 6 0 
4 5 LqLticatact gcccdcagLc ttcaagatac agtaccgqat Igaaggctga aaudttaaLg 120 

W--> 46 aagaaagatg ccgtcctaga agcagctaaa aaggcaaagil ailgctgggag cacccgattt 4 80 

47 tgattggagc gatggagaga gacaaLtggc ag 512 

4 9 -'.2 10> SEQ ID NO: 2 
50 :2 11> LENGTH: 137 

5 1 <212> TYPE: PRT 

52 <2 13> ORGANISM; Hordeum vulgare 

5 4 <220> FEATURE: 

5 5 <221> NAME/KEY: 
56 <222> LOCA^l ION : 
50 <400,- SEQUENCE: 2 

59 Mot MoL Lou Lou Leu Ala Arg Sor Lou Arq Sor Arg Val Arg Sor Pro 

60 1 5 10 15 
62 Phe Ala Ser Ala Val Ser Ala Ala Pro Phe Ser Ser Val Ser Ala Ala 

6 3 2 0 25 30 



UNSURE 
(131) 
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RAW SEQUENCE LISTING UAl'h; r 

l^AIFNT APFLlCrtTlOW: US/09/74 0, 2 8 8 fJMI::: i'i:17:05 

input. Sot : A:\BBi4 29 US NA Seq Listing.txt 
Output Sf't: N:\CRF3\0109200i\I740288.raw 

6 3 Aid Ala Glu Ala Clu Arq Aid Vui Arq Asp (Uy Pro Arq Asu Asp Trp 
fab 40 4b 

68 Thr Arq Pro Glu He Giti Aid lie Tyr Asp Ser Pro Leu Leu Asp Lou 

69 50 60 

71 Lo.u Pho His Gly Ala Gin Val His Arq Asn Va I His Lys Phe Arq Glu 

72 65 70 75 80 

74 Vdl Gin Gin C ilir Leu Leu Ser He L'.'s Thr Gl/ Gly Cys Ser. Glu 

75 85 90 95 

7 7 Asp Cys Sor lyr Cys Pro Gin Ser Sor Arq 'l-yr Ser Thr Glv Leu Lys 
78 100 105 110 

80 Ala Glu Lvs Leu Met L/s Lys Asp Aid Val Leu Glu Ala Ala Lys Lys 

8 1 n 5 120 125 
W--> 83 Ala Lys Xaa^Ala Gly Ser Thr Arg Phe 

H4 liO 135 

B6 ^2 10^ SLQ ID NO: 3 
87 v21l> LPNG'J'H: ^96 

8 8 <212> TYPE: DNA 

80 <2i3> ORGANISM: Zoa mays 

91 v,220> FEATURE: 

92 <.221> NAML/KKY; unsure^ 

9 3 <2 22> LOCATION: (33) 

95 <220> FEAIURE: 

96 v:221> NAMH/KEY: unsure^ 

97 <222> LOCATION: (318) 

99 <220> FFATUKK: 

100 <221> NAME/KEY: unsure-^ 

101 <22,?> LOCATION: (321) 
1 0 i -^2 20^ FEATURE : 

104 <2 21> NAME/KFY: unsure ^ 

105 <2 22> LOGATif)N: ( 365) 

107 ^-2 2n> FEATURE: 

108 • 221> NAl-IE/KFY: 

109 <222> LOCATTOH: 
111 <100> SL()UENCK: 

W--> 112 tccaatcggg tgggcagttt ttaaggaaac canggaccgc aagcaagcaa gccgccccag 60 

113 ccqacqaqqc qaqgaycqtq caattrcqta qctqcaacqa actccctoqa ccgtatcqcc 120 

114 cqctqctoct rtatcccttt cctqotqctg ctactacctt aaqotatcac tatcatqqcc 180 

115 ttqatqctgc taqcqcqcaa rctqcqrtcc rq<:rtt"cqcc racrgctcqc cgccgcrqcg 210 

116 gqglitctrgt cqqcrgcqgc gq^gqcgqag aqqgcgatac gggacqgqcc grggaacqdc 300 
W--> 117 tggagccggc ccgagatnca ngccgtctac gactcaccgc tcctcgacct cctctttcac 360 
W--> 118 ggggHtcagt catcaagata caacactgga ttgaagggcc aaaaattgat gaacaaatat 420 
W--> 119 gctgtcttgg gagcagcaaa aaaggrfaaaa gagtctggga agcaaccgtt tttgcatggg 4 80 

120 aactqcattq gaqaaa 4 96 

122 <210> SEQ TD NO: 4 

123 -21 ]> LLNGTH: 102 

124 <212> TYPE: PRT 

12 5 <211> ORGANISM: Zoa mays 

127 <220> FEATURF: 

128 <22i> NAME/KEY: UNSURE 



unsure 
(146) ^ 
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RAW SEQUENCE LISTING 

[^ATLNT APl^Ll CATION: US/09/74 0, 2 88 



DATJ, : Ul./00/^OUl 
MM!::: 1 : J : 0 :> 



Input Si't : 
Ont[JUt Sot: 



A:\BB14 29 US NA Seq Listing.txt 
N:\CRF3\01092001\I74 0288 .raw 



[M 

lie 

X 3 7 
H9 



<222> LOCA^iKlN 

■r220> FhATURi:: 

<22]> NAMV:/KKV 

<222> LOrA'itON 

<22y)> I-EAlURt:: 

<22'i> WAnt;/Kfc:Y 

^222> UOCAi'ION 



(40). .(49) 

UNSlJKi: ^ 

(91) 

4 





11U 


Met 


Ala 


LOU 


Mtjr 


LOU 


Leu 


Ala 


Arq 


Asn 


Leu 


Arg 


Si?r 


Arg 


LOU 


Arq 


Pro 




i 1 1 


1 


















10 










15 






14 i 


Pro 


Leu 


Ala 


Aid 


Ala 


Aid 


Gly 


Phe 


Sor 


Scr 


Aid 


Ala 


Aid 


Glu 


AJd 


Glu 




14 i 


















•2 5 










JO 






W-- > 


146 


Arg 


Ala 


He 


Arg 


Asp 


Gly 


Pro 


Arg 


Asn 


Asp 


Trp 


Ser 


Arg 


Pro 


Glu 


Xaa 




i 4 7 


✓ 














40 










1 5 






y 


w--> 


149 


Xaa 


Ala 


Val 


Tyr 


Asp 


Ser 


Pro 


Leu 


Leu 


Asp 


Leu 


Leu 


Phe 


His 


Gly 


Xaa 




^jO 
























h 0 












I'd 2 


G I n 


Scr 


Sot 


Artj 


Tyr 


Asn 


Thr 


Gly 


Leu 


Lys 


GLy 


Gin 


Lys 


Leu 


Met 


Ayri 




15 ^ 












70 




















80 


W-- > 


155 


Lys 


Tyr 


Ala 


Val 


Leu 


Gly 


Ala 


Ala 


Lys 


Lys 


Xaa 


Lys 


Glu 


Ser 


Gly 


Lys 




lor, 




















90 










95 






1 SB 


Gin 


Pro 




Lt^u 


His 


Gly 























159 
K. I 
162 
ifi.-i 
lb4 

i n 6 

1 b7 
if) 8 
17 0 
17.1 
172 
1 ^4 
175 
!7b 
178 
179 
180 
1 8 2 
183 
184 
186 
187 
188 
189 
190 
191 
19 2 
193 



.100 

<21U> SFQ TD NO: 5 
<211> LENGTH: 497 
.212> pvpf;: DNA 



ZGd mavs 



uuHure / 
(192) 

uiii^urt^ 
(4b0) ^ 



<2}^> ORGANISM: 
'',2^0> FFATURE: 
<^221-> NAl^r-J/KniY : 
<22 2> LOCATION: 
<220> rhATURL: 
<221> NAl-IK/KEY: 
^:222> LOCATION; 
<220> FKATNRF: 
-'-^21> N/C-IL/KLY: 
<2 2 2> LOC:AT10N: 
^2 2 0> FEATURE; 
-:22 1> n/WAE/KKY: 
<222'.' LOCAliON: 
<22(J> FEATURF: 
<221> NAMK/KEY: 
<22 2> LOCATION: 
'::4 00> SF.OUENGE: 5 
aqccqacqaq qcqaqqaqcq Iqraa t.tccg 
cct.cqaccgL aLcgcccqcl: get relet a L 
t.aLcaLggoe LtgaLqctqc t agcqcqcdo 
cgccgccgcg gr(gt:tctcgt cggccgcggc 
qeqqaacqac Uggaqccggc reqagatitca 
ceLcLttenc qqqqcLcadq tccnraqaaa 
(jcaeaeLLcL L Lea a Lea a q acLygLggga 



unsure 
(4f)3) 

unsure 
(i09) 



unsure y 
(490) 



Laqctqcaac 
cec Ltt ect.g 
cctgcgetcc 
ggaggcggag 
aqrrg t ctac 
LqLceataari 
LgcagLgaaq 



t.gcaarqaac 
etyct qo Lac 
ccjcct ceqrc 
agggcgat:ac 
gactedrcgc 
tLcnagnqad 
dLLqLLcLLd 



t cert<^ret c 
t.dcrt tadqc" 
caecgcl rge 
gggacgggcc 
f ec^ oqacrt 
q X qctjqcaa t 
e Ly Lect cdd 



60 
120 
180 
240 
30 0 
30 0 
4 20 
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RAW SEQUENCE LISTING 

I'AThNT APHLICA'I lOrJ; US/09/74 0,2 8 8 



IJAil. : 0\/V/i/^ii\jl 
1 JMU: . *i : 1'' : u:- 



Output ?('t: 



A:\BB14 29 US NA Seq Listing.txt 
N:\CRF3\0109 200i\l740288 .raw 



gtcatcaaag^ aatacaacac tgggattgaa gggcccaaan aanttgatna acaaaagatg 
ctgtcttggn 



W--> 194 

W--> 195 ctgtcttggn aacaaca 

l'J7 v,210> SfO llJ NO: fj 

198 <2Xl> Lh'MC'XH. 9*:3 

<712> lYl'PJ: PKT 

200 <213> OKCAN IStJ: Zoa nia^ s 

2 02 .220> t LA'liJKl. ; 

20 3 ;221> WAMt/KF.V: UNSUKt'^. 

20 4 <22 2> LOt'A'LlON: (23) 

20 6 <2 20> l-'KATUHi:; 

j07 -.221> N/aih/KtA-: UNSURL / 

208 ^222> LoCAriON: (72) 

2'IU <22n> bhAJ'UKt:: 

23 1 .221> NAHK/KKY: UNSURF ^ 

212 ^222> UK'ATION: (80) 

214 <'100> ShlOliKNCfJ: 6 



480 
497 





215 


Met 


Aid 


Lou 


Met 


Lc>u 


LCHl 


Ala 


Arq 


Asn 


Lou 


Arg 


Sor 


Arq 


Leu 


Arq 


Pro 




210 


1 








5 










10 










L5 




w--> 


218 

219 


Pro 


Leu 


Ala 


Ala 

20 


Ala 


Ala 


Xaa 


Phe 


Ser 

25 


Ser 


Ala 


Ala 


Ala 


Glu 

30 


Ala 


Glu 




221 


Arq 


Ala 


T]e 


Arq 


Asp 


Oly 


Pro 


Ar(i 


Asa 


Asp 


rrp 


Se^r 


Arq 


Pro 


Glu 


lie 




222 






3 5 










4 0 




















224 


Gin 


A] a 


Va 1 


Tyr 


Asp 


Spr 


Pro 




tiCU 


Asp 


Lou 


Leu 


Pho 


His 


Gly 


Aid 




225 




50 










55 


y 








GO 










w-~> 


227 

223 


Gin 

65 


Val 


His 


Arg 


Asn 


Val 

70 


His 


xaa 


Ser 


Arg 


Glu 

7 5 


val 


Gin 


Gin 


Cys 


Thr 

BO 


W-- > 


230 

2 31 


Leu 


Leu 


Ser 


He 


Lys 

85 


Thr 


Gly 


Gly 


Xaa 


Ser 

90 


Glu 


Asp 


Cys 


Ser 


Tyr 

95 


Cys 



2 33 
236 
237 
2 38 
239 
241 
242 
243 
244 
24 5 
246 
247 
248 

24 9 
250 
251 
252 

25 3 
2 54 
2 5 5 
256 



Pro Gin 
<2 10> SKQ 

<,211> 
^21 2> 
<21 3> 

gcagcrgdrq 
cgocrqctqc 
qqccttga tg 
rqcyqccjtLo 
cqarr ggagc 



ID NO: 7 
LUNGTH: 1152 
TYPE: DNA 

ORGANISM ; Zoa mays 
SLQULWCL : 7 

aqgcqatjqdq 

tcctcta tec 

CtqCtdgcqC 
LcqLcqgcrg 
cggcrcgtjga 



tcacqqqyct caqqtccaca 
tn L t tea ate a a q a c t g g tq 



atacddcaet 
aaaaaaqqca 
ca t. tqqcagq 
gqqnatqqag 
qaaqqctqqa 

cd t l:a \ tare 
tgqaataaqe 
'iMO^jLtyLLq 



gqattgaagg 
aaagaqtct.q 
aaatcaaact 
qLclgtt qca 
cttacaqeat" 
acaagatcat 
a t ctqcLraq 
cdLdCccLaq 



eqt.gcaattc rqt.agctqca acqaactcoc 
ctttcctgct qctqctacta cot taaqcta 
qcdacctgcg cteceqcctc 
rgqcgqayqc qyagaqgycg 
trraggccqt rtacqactca 
qaaatgl:eca taaattcaqa 
qatqcaqtqa dgaltqttCL 
crr^aaaaatt gatgaacdaa 
qqaqcacccq t tttltqcat g 
tcaaccaqat Lct.tqaat.at 
cactaggcdt gataqaqaaa 
atiaatcdtaa retaqataca 



cgcceaccqc 
atarfiqqat:g 
rcqctcctcci 
qaaqtqcaqc 
tactcjtocLc 



t.cqaecq ta t 
tcaeta trat 
tcgccqceijr 

ngt^'^gf'ggaa 

acctcrtirt t 
aatqcaract 
aqtcatcaag 



ta tgrtg tc t tgga a qca q c 
qqaqcLqcal: gqaqaqaaac 



atqatgatag actgcagact 
q t q q a a t rat t q q tc tt qq L 
cLdccttgcc tacdcaccca 



gtraaqgaaa 
caacaaqr Lq 
tCddvI iqaq t 
ettgaqca tg 

qa a qcaqaqq 

gugaycq LLC 



Laagqggl.at 
aaqrjact raa 
a ttatef'f'cia 
t ccgtqaaqe 
aqqaccg qgt 
ctatL ad tge 



60 
1^0 
180 
24 0 
300 
36 0 
120 
180 
54 0 

6 00 
660 

7 20 
780 
840 
900 
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RAW SEQUENCE LISTIIJG 

PAI'KriJ Al-'PlJCAl lOU : lIS/09/74 0 , 288 



IjA.' i: : U J /0*J/J0U 1. 
l'Jt:K: I : I ' : no 



Input Sot : A:\BB14 29 US HA Seq Listing.txt 
OuttJUt St't: N:\CRF3\0109200i\I740288.raw 



^57 utlqvjtLn^L qLaajuqqca -rcM.ct t.qa qqdrcaqdaq rrr.qLaqdqa tcLqqqaadL 9ba 

2dH gat.ccgcalq atcgccricLq ctccjqafcnc qatgccaaaq qcaatqytga qqclttcaqc 1020 

'J'^'j agqct;tiaqta cqqttct.cqa tqccuqaaca dqcqct«Tt:qc ttccticqctq (iqqccaartr 1080 

261) ratccttqcc qqcqaqi^aac ttctoaraac cycauaraac qactutqatq cqqaccaaqr Ili.O 



263 <2i0> Sh.0 ID NO: 8 

26 5 ^2\2> TYFK: PRT 

26 6 <2 13> OKCANISM: liea mays 
26 H <4 00> SEOUFNCK: 8 

269 Met Ala Lvu Mot lhu. Lou Ala Arq Ann Lou ^vrq Snr Arq Ltni Ai q Pro 

270 1 5 JO 1") 

2 72 Pro Leu Ala Ala Ala Ala Ala Plic Sor Ser Ala Ala Ala Glu Ala Glu 
2V i 20 30 

27 5 Ary Aid lie Arq Asp Giy Pru Arq Ann Asp Tip Ser Arq Pro (Mu lie 

2 7 6 3 ^> to 4 ^3 

27B Gin Aid Vdl Tyr Asp Sci Pro Lou Lcmi Asp Lou uou Piio His Gly Ala 
27 y 50 5 5 60 

281 Gin Vai His Arq Asn Va 1 His Lys Phe Aiq Gin Va 1 Gin Gin Cys Thr 

282 65 70 75 80 
284 Leu Leu Ser lie Lys Tlir Gly Gly Cys S^r Glu Asp Cys Ser Tyr Cys 

28 5 85 90 05 

28"^ Pro Gin Ser Ser Arq Tvr Asn Thr Gly Leu L/s Ala Gin Lys Leu Met 

288 loo 105 110 

2'.'0 Asn Lys Tyr Ala Val Leu Glu AJa Ala Lvs Lys AJa Lys Glu Ser Gly 

2'M 115 120 125 

2'M Ser Thr Arq Phc Cys M(^t_ Gi.y Ala AJa Trp Avq Gin Thr lie Gly Art) 

294 130 135 140 

296 Lys Sor Asn Plie Asn Gin Tie Leu Glu Tyr Vai Lys Glu Tie Arq Gly 

297 145 150 155 160 
2')9 Met Gly Mot. Glu Val Cys Cys Thr Leu Giy Met. Ilo Glu Lvs G 1 ti Gin 
mo 1 65 170 175 

302 Aid Glu Glu Leu Lys Lys Ala Gly Ten Thr Ala Tyr Asn His Asn Lou 

30 3 18 0 IH5 19 0 

305 Asp Thr Ser Ary Glu Tyr Tyr Pro Asn lie lie Thr Thr Ary Ser Tyr 

3 06 19 5 2 00 205 

308 Asp Asp Arcr Leu Gin Thr Leu Glu His Val Ary Glu Ma Gly lie Ser 

309 210 215 220 

311 lie Cys Ser Gly Giy lie Tie CMy Len c;iy Glu Aln Glu Glu Asp Arq 

312 225 ^ ' ^ 230 ' ' 235 240 
3 14 Val Gly Leu Leu His Thr Leu Ala 'Ihr Leu Pro Thr His Pro Glu Ser 
315 215 250 . 255 

31"' Val Pro lie Asn Aid Leu Val Ala Val Lys Gly 'ihr Pro Leu Glu Asp 

318 260 265 270 

3 20 Gin Lys Pro Val Glu Tie rrp Glu Hot He Arg net lie Ala Thr Ala 

32L 275 280 285 

32^ Arq lie Thr Hot Pro Lys Ala Hot Val Ary Leu Sor Ala Giy Arg Val 

324 290 2^5 300 

326 Ary Phe Ser MeL Pro Glu Gin Ala Lou Cys Phe Leu Ala Gly Ala Asn 



261 



yatgl tc^aq at 



^152 
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<210> 36 SeQ 3C 

^-911-^10 0 

Gly^g)Cys(x5>lu Asp Cys<gJ>Tyr Cy<g) Gin <^^/3^> orj^a^^/^^ 

15 10 



<211> 12 
<212> PRT 
<213 

<400> 36 



1^ 



1^ 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 



4 
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VERIFICATION SUMMARY 

I'AJTfn Ain-LI^AJ mrJ : US/09/74 0, 2 88 



•llUhl: r^: 17:07 



fnpul Srt : A:\BB1429 US NA Seq Listing.txt 
output Sc't : N:\CRF3\0109200i\I740288.raw 



L:ll h\:2fi) : Cur rent Application Nuinboi difftTS, k(^pldCO(l ApplirdLion Number 

L:1'2 n:JM c; : Currt^nl liJInq Datn dill-"ers, Rnplnrcd Current Flliny DdLc 

L:!'; M:2'ifi W: In/dlid f.jrcMic HCdd(^r Field, Wtoiiq Priur Flf/fNG DAIh : Y YVY -MM- DD 

t:'lO :]:2')B W: Maiida^ ly tciitUTO misslruj, -^22 ^> not toj^nd tor SlO m*^:! 

L:4H M:'Mi W : ( iC) "n" or "Xaa" usod : Kea turo rt'ipiirc^d, for SEO ID^:1 

L:4G M:J5B I'.: Ilcind -^tor^ i Od tu rc iiilssincj, <22A> not t ound for Sh(J U>^ : 1 

i*'i:.-i4(t I^t^pl^I.lted in SoqNo-'l 

L:a-t [.I:2'i8 vi : Manddtorv Fodtnre missing, <J2^> not tound lot SKU iD^f:2 
i^:8^ M::i10 \i: (36) "n" or "Xaa" used: Foaturj roMiiiiod, for SW lDtt:2 
L:112 K:2jU W: M-jndatory Feature missing. -.22 3> no! tonnd fox StlO iur:3 
L;112 H: i4() \< : { lb j "n" or "Xdd" USGd: I-(Mtur(- rtMiuiK^d,. for Stg 10^:3 
i,:117 M:2^iB Vi : Mandatc*rv Feature miysiuij, - 22 3> not found tor SKO IDf : 3 
M:340 Rep*Mtod in SeqNo 3 

L:nH M:2'^'M W: Hjndatory Fcdturc raissinq, •-223> not tound tor SFQ 10*^:3 
L.il9 H;2'38 V* : Mandat ory i-eature missinq, ■•223> not tound tor SFO lUif : 3 
t;i40 M:2'38 W; Mandator.' FfatuiP missinq, ^223> nut fcjund tor SFo irj«:4 
L:146 M:340 W; {4b) "ri" or "Xaa" used: Ff-at.uro rtniuirod, tor SFU in»:4 
L:i49 M::^5B W; Mandator/ Feature missinq, <223^ not [ound for SCO ID*. :4 
M:34n P{e^p(^ated in SeqIUj-4 

L:155 M:2^)H W: Mandatory Feature nii55sinq, <'22 3> not found for SEO IDi?:4 
1,:190 M:258 W: Mandatory Feature miKsinq, •-r223> not found for SKQ lDjf:5 
L:190 M:34iJ V/ : ( Ki ) "n" or "Xdd" usod: Foat.iiro requirc^d, for SKO IDtf:5 
L;'194 M:258 V]: Mandatory Fodturo missinq, <22 3> not found for SFO TDtt:5 
M:340 Repeated in SeqNo-5 

L:19'y M:258 W: Mandator'/ Feature missinq, •'223> not found for SFQ tDif:5 
L:2I8 M:2bH V/: Mandatory Ffiature mrs.^^inq, ^223> not found for SFO TDr:6 
L:2]8 M:340 W: ( J 6 ^ "n" ot "Xad" uHOd: Fcaturt^ roiviirod, for SFO TDr :6 
L:227 M:2'">8 W: Mandatory Feature missinq, <223> not tound tor SEQ TDft : 6 
M : 3 4 0 P (1 pt? a tj)(i in S <.^. c^tJ o 6 

L:23U M:258 Vj : MdOdatory Foaturp iniris i ng, <223> not found for SFQ TDil:5 
L:i54 M:258 v; : Maudat(*ry Feature missinq, v.223> unt tound tor SFO TDr:*) 
t:354 M:34() W: (46) "n" or "Xdd" used: Foatun^ requirc^d, for SFO IIJf':9 
[,:586 t!:258 V.': Manddtory I-'edture missinq, <^223> not tound for SFQ It)*?: 15 
L:586 M; MU u' : (4'',) 'n" or "Xaa" used: Feature required, tor SLQ ID7:15 
L:?B7 M:2'58 V/: Mandatory Feature misFing, <223> not found for SFO TD^:15 
M : 3 4 0 Repea ted i n StiqNn 1 5 

E,:58y M:2:-iB V/: Mandatory Feature missinq, ^22A> not found for SFQ TDif:l'3 
L:590 11:258 V/: Manddtory Feature missinq, <223> not found for SLO IDfr:15 
Miy'jB W: t:aaddt:ory Feataire missing, <223> not found for SFQ TDi:16 
T>:614 H:340 W: (4 6) "n" or "Xaa" uscd: Ft:dt.ure required, for SfJO IDa ; 16 
I : 1721 M:2til V/: Mandatory field data missing, ORGAN rSM 

L:1 724 M:2S8 W: Manddtory F^)dtur.=: missing, --220> not tound for SEQ IDp : 36 
L:1724 M:25H W: Mandator-, Leaturt^ missing, <221> not found for SEQ 10^^:36 
L:]724 H:238 W: Mandatory Feature missiag, <222> not found for SFQ TO#:36 
L:1'7 24 M;258 W: M.jnddtory Feature missing, ^22 3> not tound tor SFO lDft:30 
L:1724 M.J40 W: (4o) "n" or "Xaa" used: Feature required, for SEQ TDH ; 36 
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